The genus Pennisetum Rich; tribe Paniceae includes many forage plants and an useful grain crop P. typhoides Stapf. et Hubb. The origin and evolution of this genus is associated with polybasic chromosome number of 5, 7, 8 and 9 (Swaminathan and Nath 1956) and in each basic chromosome group different species have been evolved by hybridisation and polyploidy (Sree Rangasamy 1965) . The polyploid species of Pennisetum exhibit distinct genomic differences (Krishnaswamy and Raman 1954) and some of them behave like genomic hybrids (Sree Rangasamy 1965) . It is essential to evaluate the genomic composition of the polyploid species, to utilise them in crop and forage improvement programme.
The present investigation deals with the evaluation of the genomic composition of the two species of x=7, namely, the diploid, P. typhoides (2n=14) and the tetraploid P. purpureum (2n=28) by assessing the extent of karyotype symmetry-asymmetry and the genome karyotype similarities utilising the diploid and tetraploid species, their triploid hybrid and the hexaploid amphiploid. Material and methods The morphological identification of the individual chromosomes of the genome is useful in cytogenetical studies. Differences in size among the chromosomes of the complement have been reported for species of Sorghum by Huskins and Smith (1934) and Garber (1944) and also for several species of arctic grasses by Flovik, (1938) and in Dactylis glomerata, Lolium perenna and Phleum pratense by Myers and Hill (1942) . The detailed karyotype evaluation showed that among the chromosome complement of P. purpureum, F1 and its amphiploid, 8, 4 and 10 chromosomes were with sub-terminal centromeres respectively (Table 3 ). The somatic complements of P. typhoides, P. purpureum, F1 and amphiploid fall under a symmetrical karyotype accord ing to Stebbins (1958) with the karyotype of P. typhoides showing more of asymmetry than the rest. There were slight disparities between the constituent chromosomes of A and A' genomes of P. typhoides and P. purpureum respectively in the F1 on grouping them according to total length and centro Sree Ramulu, K. and S. R. Sree Rangasamy Cytologia 36 mere position, probably due to structural differences between A and A' genomes ( Fig. 2 and Table 2 ). The sat-chromosomes in P. typhoides, P. purpureum F1 and the amphiploid were respectively 2, 4, 3 and 6 in number and were generally the shortest chromosomes in the complements. All the sat-chromosomes were having median centromere, except P. typhoides which possessed submedian centromere perhaps an indication of comparatively more of asymmetry than the rest. The number of sat-chromosomes coincides with the number of basic genomes. It is inferred from the present study that the members of the 'B' genome of P. purpureum also exhibit asymmetry to an extent though not equal to the extent of 'A' genome ( Figs. 1 and 2) . This is also evident from the idiogram and karyotype-genome representation (Figs. 1 and 2) . The asymmetry in the karyotype of 'A' genome is accompanied by morphological specialisa tion in P. typhoides as compared to the other species, P. purpureum.
A comparative morphological study of these two species, P. typhoides with AA' genome constitution and P. purpureum with A'A' BB would also show that the little extent of asymmetry in karyotype of the 'B' genome might not have been accompanied by certain degree of specialisation in morphological attributes.
However, the putative parent species with 'B' genomes is still largely unknown and the only way to study the direction of karyotype 
Summary
A comparative study on karyology of Pennisetum typhoides and P. pur pureum and their hybrid and amphiploid revealed considerable differences in the size, shape and position of centromere of the chromosomes of the con stituent genomes.
The diploid and tetraploid parents exhibited quantitative differences in size in respect of chromosomes of the homologous genomes A and A' and this was evident in the F1 hybrid.
The cultivated species P. typhoides possessed more of asymmetry in karyotype than the wild species. Cytologia 36, 1971 33 The chromosomes of 'B' genome of P. purpureum also exhibited asymmetry but less than the 'A' genome. The concommittant morphological specialisa tion and the asymmetry of karyotype in P. typhoides (AA') also point out that dominant features of P. purpureum resident in 'B' genome and less specialisation appear to be associated with symmetry of B' genome. The changes in the karyological features in the F1 and its amphiploid were not as expected to the value of parents. It is concluded that the alteration of the karyotype might be due to hybridity and would suggest alteration of the genetic control in expression of somatic complement.
